Supplementary
. Antimicrobial metabolites without significant impact on oral insecticidal activity of selected pseudomonads against Plutella xylostella. For Pseudomonas protegens strain CHA0 (A) 64 larvae were exposed to artificial diet inoculated with 4 x 10 6 bacterial cells. In experiments with strain Pseudomonas chlororaphis strain PCL1391 (B) and Pseudomonas sp. CMR12a (C) 32 larvae were exposed to 2 x 10 7 bacterial cells. Treatments that differed significantly from their respective wild-type strain (Log-Rank test p ≤ 0.05, Survival Package in R) are marked with an asterisk. LT 50 values of the experiments presented above and of a repetition of the experiment are listed in Tables 2 and 3 . Each strain was tested at least three times and similar results were obtained. Solid black line, wild-type strain; dashed grey line, mutant deficient for 2,4-diacetylphloroglucinol production (Phl -, CHA1241); dotted pink line, mutant deficient for pyrrolnitrin production (Prn -, CHA5091); dashed purple line, mutant deficient for pyoluteorin production (Plt -, CHA5092); dash-dot light blue line, mutant deficient for GacA production (GacA -, CHA89); orange dotted lines, mutants deficient for the production of phenazines (Phz -, PCL1113, CMR12a-ΔPhz); dashed turquois line, mutant deficient for GacS production (GacS -, PCL1123); dash-dot green line, 0.9% NaCl solution control. Figure S3 . Expression of biosynthetic genes for antimicrobial metabolites of Pseudomonas protegens CHA0 during insect infections. Galleria mellonella larvae were infected systemically by injection of 2 x 10 3 cells of P. protegens CHA0 (Injection). Hemocoel was collected 20 h and 30 h post injection (living larvae) and after 42 h when larvae had succumbed to infection. Plutella xylostella larvae were infected orally by feeding artificial diet inoculated with 4 x 10 6 cfu (Oral). Larvae were collected after 20 h, 30 h, and when death occurred (D). Total RNA was extracted from hemolymph (Galleria) or entire insects (Plutella larvae), converted into cDNA, and gene expression for the indicated genes was determined by PCR using specific primers (Supplementary Table S2 ). Control larvae were treated with sterile 0.9% NaCl solution. Genomic DNA of CHA0 (gDNA) served as positive control. The experiment was performed three times. For each gene and insect system one representative gel is shown.
